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4  Hierarchical Clustering of 368 Genes, Whose Expressions were
Regulated by ox-LDL Stimulation, with their Expression Patterns
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B6 Cacao polyphenol metabolites altered of mRNA expression in HUVEC stimulated

by ox-L.DL  ~stress response~
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7 Cacao polyphenol meiabolites altered of mRNA expression in HUVEC stimulated
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